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WHEN defined (#ptree db#)
ELSE

compute_synteny_start_using_orthologs (3)

/

=0

# 1

WHEN defined (#ptree db#)
ELSE

dump_gff homologs (7)

=0

#1

#2

WHEN defined(#ptree db#)
ELSE

#-1

build_synteny_himem (10)

=0

WHEN (#avg genomic coverage# < #min genome coverage#)
ELSE

delete_synteny (14)

=0




